distributed. Hence, cautions are needed when applying for the PO.AD or PO.SQ tests to test for equality of variance.
A.2 F test
The F test statistic is asymptotically F distributed under the null hypothesis (i.e. equal variance)
x k,i , k = 0, 1, n 0 and n 1 are the sample sizes for controls and cases, respectively, and N = n 0 + n 1 . is the F test statistic.
A.3 Bartlett's test
iii Hence, Bartlett's test for 2 sample comparison is equivalent to F test, but both small sample size performance and large sample size performance will have slight difference due to different asymptotic distributions used.
A.4 Levene's test
Levene's test statistic for 2 sample case is defined as W = (n − 2) n 1 (w 1 −w) 2 + n 0 (w 0 −w) 
A.5 Trimmed-mean-based Levene's test
Trimmed-mean-based Levene's test for 2 sample comparison has the same format as Levene's test. The only difference is in the definition of w 1i and w 0j :
where trimmean(x ) and trimmean(x 0 ) are within-group trimmed means for cases and controls, respectively.
A.6 Brown and Forsythe's test
Brown-Forsythe test statistic for 2 sample comparison has the same format as Levene's test. The only difference is in the definition of w 1i and w 0j :
B QC plots for GSE30760 and GSE20080
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Trajectory of quantiles
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